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Biography: 

Dr. Irizarry has worked on Bioinformatics and Computational Biology problems for nine years. He has 

developed and published various widely used statistical methods for the analysis of microarray data. Two 

of his publications have been named Fast Breaking Paper, New Hot Paper, and Current Classic Paper in 
Mathematics by Thomson Essential Science Indicators (ESI). One of his publications won the 2004 

American Statistical Association (ASA) Outstanding Statistical Application Award, which recognizes a 

paper that is an outstanding application of statistics in any substantive field. He was awarded the ASA 
Youden Award in Interlaboratory Testing for another of his publications. Dr. Irizarry also develops open 

source software implementing his statistical methodology. He developed the first extensible software 

library for the analysis of Affymetrix microrray probe-level data. His software tools have been 

downloaded over 20,000 times. He is also a leader and founder of the Bioconductor Project, an open 
source and open development software project for the analysis and comprehension of genomic data. 

Bioconductor provides the most widely used software tool for the analysis of microarray data. A book, co-

edited by Dr. Irizarry and other project leaders, has sold over 10,000 copies in less then three years and 
has been translated to Chinese and Japanese.  Dr. Irizarry has participated in various successful 

collaborations with JHU scientists. His collaborators include Jef Boeke, Aravinda Chakravarti, Andrew 

Feinberg, Sarah Wheelan, and Jonathan Pevsner. He has published over 40 collaborative papers. He is 
the Department of Biostatistics faculty liaison to the Johns Hopkins Medical Institution's Microarray Core. 

Dr. Irizarry is also a member of various international collaborative projects. He is a member of the 

NCI/OBBR-BRN Experimental Design Working Group, the GAIN Alternative Calling Algorithms Working 

Group, the  EMERALD Project scientific advisory board, and the MGED Advisory Board. 
 

Education And Training: 

BS 1993 University of Puerto Rico, Río Piedras Mathematics 

PhD 1998  University of California, Berkeley  Statistics 
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Patent Pending: 
 

Comprehensive High-throughput Arrays for Restriction endonuclease-based Methylation (with Feinberg) 

A Gene Expression Barcode for Microarray Data (with Zilliox) 
 

Mentoring: 

PhD Thesis Advisor  Zhijin Wu,   Biostatistics 2005  

    Benilton Carvalho Biostatistics 2008 (expected)  

    Hao Wu  Biostatistics 2009 (expected) 
    Matthew McCall Biostatistics 2010 (expected) 

    Samara Kiihl  Biostatistics 2011 (expected)  

Master’s Advisees  Richard Ittenbach Biostatistics 2001 
    Daniel Yuan  Biostatistics 2006 

    Peter Murakami,  Biostatistics 2008  

Peer Reviewer: 

Associate Editor for Annals of Applied Statistics, Associate Editor for Biostatistics, and Editorial Board for 
BMC Bioinformatics. Referee for 35 journals including Annals of Biomedical Engineering, Genome 

Research, Journal of the American Statistical Association, Journal of Clinical Epidemiology, Journal of 

the National Cancer Institute, Nature, Nature Biotechnology, Nature Genetics, Nature Methods, Nature 
Nanotechnology, New England Journal of Medicine, The Lancet, PLoS Medicine, PNAS. 

  


